Page 1 of 4 




PCT 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/536,772 



DATE: 06/07/2005 
TIME: 11:09:12 



Input Set : A: \PTO.RJ^ txt 

Output Set: N:\CRF4\06072005\J536772.raw 

4 <110> APPLICANT: SHANGHAI CANCER INSTITUTE 

6 <120> TITLE OF INVENTION: A HUMAN TUMOR -ASSOCIATED GENE CT120 ON CHROMOSOME 17P 13.3 



REGION AND 
7 



PROTEIN 
8 ENCODED BY IT 

10 <130> FILE REFERENCE: 024832pc 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/536,772 
C--> 12 <141> CURRENT FILING DATE: 2005-05-26 

12 <150> PRIOR APPLICATION NUMBER: CN 02150730.9 

13 <151> PRIOR FILING DATE: 2002-11-27 
15 <160> NUMBER OF SEQ ID NOS: 13 

17 <170> SOFTWARE: Patentin version 3.1 



ERRORED SEQUENCES 



Oo©s Mot Comply 



13 



278 <210> SEQ ID NO: 

279 <211> LENGTH: 20 

280 <212> TYPE: DNA 

281 <213> ORGANISM: Artificial 

283 <220> FEATURE: 

284 <221> NAME/KEY: misc_feature 

285 <222> LOCATION: (1) . . (20) 

286 <223> OTHER INFORMATION: primer 

288 <400> SEQUENCE: 13 

289 t ^agccatGC tttttqqctj ^^ 

S32-8878-5152\l 5/26/2005 ll:37 AM 




20 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 06/07/2005 

PATENT APPLICATION: US/10/536,772 TIME: 11:09:13 

Input Set : A:\PTO.RJ.txt 

Output Set: N:\CRF4\06072005\J536772.raw 
Invalid <213> Response; 

Use o£ "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) o£ New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13 
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VERIFICATION SUMMARY DATE: 06/07/2005 

PATENT APPLICATION: US/10/536,772 TIME: 11:09:13 

Input Set : A:\PTO.RJ.txt 

Output Set: N:\CRF4\06072005\J536772.raw 

L:12 M:270 C: Current Application Number differs. Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:29 M:258 W: Mandatory Feature missing, <223> Blank fpr SEQ# : l,Line# :27 
L:290 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVAL;pB KEYS:4 y^ 
L:291 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 13 
L:294 M:254 E: No. of Bases conflict, this line has no nucleotides 
M:254 Repeated in SeqNo=13 
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